Key indicators: single-crystal X-ray study; T = 193 K; mean (C-C) = 0.003 Å; R factor = 0.054; wR factor = 0.163; data-to-parameter ratio = 13.7.
Related literature
For a related structure and background to benzotriazoles, see: Selvarathy Grace et al. (2012) .
Experimental
Crystal data 
Data collection
Enraf-Nonius CAD-4 diffractometer Absorption correction: scan (CORINC; Wiehl & Schollmeyer, 1994) T min = 0.84, T max = 0.99 2125 measured reflections 2125 independent reflections 1867 reflections with I > 2(I) R int = 0.000 3 standard reflections every 60 min intensity decay: 3% Refinement R[F 2 > 2(F 2 )] = 0.054 wR(F 2 ) = 0.163 S = 1.12 2125 reflections 155 parameters H-atom parameters constrained Á max = 0.26 e Å À3 Á min = À0.23 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C12-C17 benzene ring.
Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (ii) Àx À 1 2 ; y À 1 2 ; z.
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software; data reduction: CORINC (Wiehl & Schollmeyer, 1994) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: PLATON (Spek, 2009) . Supplementary data and figures for this paper are available from the IUCr electronic archives (Reference: HB6865). supplementary materials Acta Cryst. (2012) . E68, o2239 [doi:10.1107/S1600536812028395] The benzotriazole ring is essentially planar with the maximum deviation from planarity being 0.027 (16) Å for atom N2.
1-Benzyloxy-1H-benzotriazole
The mean plane of the benzotriazole ring (N1-N3/C4-C9 forms a dihedral angle of 10.28 (9)° with the mean plane of the phenyl ring (C12-C17).
The crystal packing features π-π stacking interactions with the centroid-centroid distance of 3.731 (12) Å [symmetry code: 1 -x, -y, 1 -z], together with weak C-H···π interactions. Molecules are stacked along the b axis ( Fig 2) .
Experimental
A mixture of sodium salt of 1-hydroxy benzotriazole (0.157 g, 1 mmol) and benzyl chloride (0.126 g, 1 mmol) in ethanol and water (10 ml), were heated at 333 K with stirring for 6 h. The mixture was kept aside for slow evaporation. After a week, colourless blocks were obtained.
Refinement
H atoms were positioned geometrically [C-H = 0.95 (aromatic) or 0.99 Å (methylene)] and refined using a riding model, with U iso (H) = 1.2U eq (C).
Computing details
Data collection: CAD-4 Software (Enraf-Nonius, 1989); cell refinement: CAD-4 Software (Enraf-Nonius, 1989); data reduction: CORINC (Wiehl & Schollmeyer, 1994) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: PLATON (Spek, 2009 The asymmetric unit of the title compound, showing displacement ellipsoids drawn at the 50% probability level.
Figure 2
The crystal packing of the title compound, viewed along the c axis. where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.26 e Å −3 Δρ min = −0.23 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.0022 (5) Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) −0.0039 (6) 0.0034 (7) N2 0.0322 (9) 0.0523 (11) 0.0314 (9) 0.0075 (8) 0.0002 (7) −0.0007 (8) N3
1-Benzyloxy-1H-benzotriazole

Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
0.0316 (9) 0.0526 (11) 0.0330 (9) 0.0102 (8) −0.0019 (7) 0.0024 (8) C4 0.0233 (9) 0.0355 (10) 0.0311 (10) −0.0005 (8) −0.0026 (7) 0.0002 (8) C5 0.0341 (10) 0.0432 (11) 0.0315 (10) −0.0023 (9) −0.0080 (8) 0.0044 (8) C6 0.0417 (12) 0.0485 (12) 0.0284 (10) −0.0087 (10) −0.0031 (9) −0.0010 (9) C7 0.0376 (11) 0.0432 (12) 0.0361 (11) −0.0059 (9) 0.0075 (9) −0.0062 (9) C8 0.0263 (9) 0.0357 (10) 0.0406 (10) −0.0003 (8) 0.0011 (8) 0.0017 (8) C9 0.0256 (9) 0.0327 (9) 0.0273 (9) −0.0029 (8) −0.0028 (7) 0.0015 (7) O10 0.0279 (7) 0.0507 (9) 0.0307 (7) −0.0054 (6) −0.0097 (5) 0.0121 (6) C11 0.0307 (10) 0.0430 (11) 0.0383 (11) −0.0080 (9) −0.0074 (8) 0.0124 (9) C12 0.0260 (9) 0.0330 (10) 0.0299 (9) −0.0056 (8) −0.0038 (7) 0.0051 (7) C13 0.0326 (11) 0.0393 (11) 0.0337 (11) 0.0015 (8) 0.0022 (8) 0.0015 (8) C14 0.0492 (13) 0.0426 (11) 0.0283 (10) −0.0043 (10) −0.0074 (9) 0.0020 (8) C15 0.0340 (11) 0.0382 (11) 0.0473 (13) −0.0052 (9) −0.0175 (9) 0.0095 (9) C16 0.0278 (10) 0.0401 (11) 0.0530 (13) 0.0023 (9) 0.0001 (9) 0.0029 (10) 
